\

N~

For Research Use Only.
Not for Use in Diagnostic Procedures.



ChaPLEr 1: BBETREE oottt ettt n s 2
1. JTJE Opera 5 HarmMONY c.ceeeeeeeeeeeeeeeeeeeeeeeeeeeeeee e en s 2
2. BEE IR ZEE oo 2
3. BUE RS BURIRAT oo 9
Chapter 2: Image Analysis BRI T oo, 13
4. BGAMTBEEIE oot 13
5. 25 FVPAE B BIEHH oo, 20
CRAPEEr 31 TT R oottt ettt ee e 24

6. Ready Made Solution (RMS) ZK G| cccvivveeveeeiceeececeeeeenes 24



Chapter 1: B4 K&

1. 7F/3 Opera 5 Harmony
1AFTFFHYEFF IS ARV H . Opera EAL;
1.2 A\ Window, HJ744: Harmony, “%515: Harmony;

1.3 X0 51 _FH Harmony B Fx,

Login
Uzer Accounl g Rmnniy o
1.4 o | e ZEfM. HHPZ—H NS HE—FD
ﬁﬁ’ﬁiﬁﬁﬁ‘a‘ﬁ?& BRX
oo | = o Bo s =
SHBRER ——
2. EHBFMN
4 v
Eject JEN . .. | Load R P
2.150k , ERENEIGTIHE, BN , TN 20 A

B, A Load, EHMEENFEN;



Setup

2.2 i B AR TR AR X 1Y » WEBRMGRER:
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Plate Type: | 384 PerkinElmer CelCaier 2
Sutafocus: Two Peak {Default) - -
Objective: | 20% Air, NAD.4 lv3

Opt. Mode: /| Nen-Confocal

Camera ROL: | 2160x2160 px
Birning: ' 2.lw
Measurement: max. Oh 07min / max. 965MB

CO.: Off Temperature: Off

New 1 Save... | Test
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2.3.2 3 Load Channel & 1, EEAFMARFRIOOGIEE; F: HIZN
Brightfield.

| Load Channel
Filter by Adding Keywords Filtersd Results
Object Type Owner Name Type Date Owner Size
|__:i AMNALYSISSEQUENCE Brightfield Channel 10/11/2023 10...  Service 832 Bytes.
[ ASSARLAYOUT Calcein Channel 10/11/2023 10... Service 816 Bytes
S . Calosin Red Channel 1041172023 10 Servics 824 Bytes
: o CellMask Blus Channel 1041172023 10 Servics 819 Bytes
B ey CellMask Desp Red Channsl 104114202310 Servics 824 Bytes
s CellMask Grssn Channel 1041172023 10 Servics 823 Bytes
L3 EVALUATION CellMask Red Channel 10/11/2023 10...  Service 825 Bytes
[3 EXPERIMENT CellTracker Green Channel 10A11/2023 10 Servics 826 Bytes
[ MEEASUREMENT: Cenilean Channel 10/11/202310... Service 818 Bytes
M RAIELE crp Chenmel 10/11/202310... Service 812 Bytes
CoumaninG Charnel 10417202310 Servics 819 Bytes
Coumaninf 14 FD) Channel 10A11/202310_ Senvice 225 Rt
Detils Comments
Name Value A
Object Type Channel
Owrer Servics
Date 10/11/2023 10:00:00 M
Channel Brightfisld
Excitation Transmission
Erission 655-760
Signature abfabe15d0-47 914e-Je KRG 513 s
S — Details | DK | Cancel
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3.2.3 fiil “ assay layout” Al |, MEEREIARAEHIRAE B .

Control Mode: Local Femote
Experiment: Quickguide Exp2
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Chapter 2: Image Analysis E{& 547
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Analysiz: [ | -

Meazurement; lTraining Plate - MEASUREMEMT | ‘

Hew Save... | Test

mih “analysis” A T, #H “load

Analysis” &, EFTEDITTET
421 60: MR ARIARE, EF “RMS cytoplasmic Marker”

Load Analysis
Filter by Adding Keywords Filtered Results
Object Type Owner Name Type Date Owner Size B
= I—_J ANALYSISSEQUENCE RMS Apoptosis 1 Analysis Sequ... 9/3/2014 5:3. . Application G 3528 KB
E =] Guide RMS Cell Counting Analysis Sequ... 9/3/20146:2.. Application G... B83.8KB
L'] RMS Cell Cycle Classffication Analysis Sequ... 9/3/20146:2.. Application G... 536.5KB
_Lj RMS Cell Shape Analysis Sequ... 9/3/201462.. ApplicationG... 2713 KB -
; RM35 Cell Tracking - Cell Division Analysis Sequ... 9/4/20142:2.. Application G... 4656 KB
i | Service RMS Cell Tracking - Migration Analysis Analysis Sequ... 9/4/2014232.. PApplication G... 405.1 KB
L3 ASSAYLAYOUT RMS CellCycle 1 Analysis Sequ... 9/4/2014 5:1... Application G... 557.0 KB |
[ CHAMNEL RMS Colory Formation Analysis Sequ. . 9/4/2014 51 Application G 2633 KB
[ EVALUATION RMS Cytoplasmic Marker Analysis Sequ.. 9/4/201452.. Appiication G.. 2755 KB
. EREERMEN, RMS Cytoplasmic Marker - Remove Border Cells Anclysis Sequ... 9/4/2014 62 Application G... 3322 KB
3 MEASUREMENT
SO RMS Cytosol to Membrane Translocation Analysis Sequ... 9/4/2014 6:3.. Application G... 253.9KB
RMS5 Cytosol to Nucleus Translocation Analysis Sequ... 9/4/2014 63 Application G 2471 KB
RMS Cytotoxdcity 1 Analysis Sequ... 9/4/20146:3.. ApplicationG... 413.8KB
RMS ESC Colony Analysis Analysis Sequ... 9/9/2014 3:3..  Application G... 345.0KB
RMS Lipid Droplet Analysis Analysis Sequ... 9/5/2014 3.3.. Application G... 5074 KB
RMS5 Live Dead Cell Counting Analysis Sequ... 9/4/20146:3.. Application G... 182.0KB s
Details | Comments
Name Value e
Object Type Analysis Sequence E
Owner Application Guide -

I : Details | 0K | Cancel
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i
Find Cyloplasm = EUSFRIED
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Select Cell Region - | wen
Qutout Region: Cytoplasm Region __N
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‘ m y .
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L]
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® harmony ® @
Franolo0 soup RunExpermment Evaletion
Analysis “RMS Cytoplasmic Marker P I

Measurement: | POT3CC Cytoskelston ~Me.
New Save._

Analysis Sequence

& [ Nuigasion

T
Input Image
Using: Individual Planes, FFC None

[
Find Huclei

Qutput Populstion: Al Cells

Find Cytoplasm

I
Channel

Alexa 453

et Al Cells.

Method: A

P

Indivicual Theeshoid: 015
Restrictive Region: -

I
Select Cell Region
Output Reghon: Cytoplasm Regien
Calculate Intensity Propertes
Qutput Property:  Marker infensiy Mean
[
Select Population

Output Populstion: POS ceds

PO12-CC Cyloshelelo.. |

Define Resutts

4.2.5 g calculate intensity properties Al S+ 8k, s region AT 7

#ik, ¥

1 sy 52

Controls
Test Coleeing: Highiight Plate
Show Scaleb
= K Somm. Assayi | PO13-CC Cytoskeleton
{ Channels Layer Measurement Layout
133438700 prume
Alexa 488 ¥ =
= HOECHST 33342 >
Regions L
| :
Hucleus = i
"
¥
= cenl ¥ [ 3
-
Membrane = |
Cytoplasm -
Well
Overtays
Highlighted Objects | &) [
T
‘ m 5 .
i ! Image Analy - 3
Summary Properics Ml Cals T SR IR S X
= Popuistion: AN Colls. Value: =
Number of Objects 15
properiy Mean |CU%  SidDey Medan Max M |Sum AEIE BIRER BEES :
CellAre [ox) 5417.22(48.7043 263842 (5180 (13176 (243 845006
e CellAres [um] 1336.01 | 46.7043 | 650.696 | 127492 | 3248.51 | 50.9296 | 208418
~ | [eytopasm area ey 426293 | 52.8905 6 |1093 |0 863457 -

SR L 03

, MR, BRI AT

BN o

Messages

= o A
©® harmony = ] s @ 2 p -
Pranoge Seum RunExpenment image Anclyss Evaltion et Setings e
Analysis “RMS Cytoplasmic Marker Al Cells | # || Navigation
PO13-CC Cytoskeleto
Measurement: | POTACC Cytoskeleton - Me. Controls o 1
New Save Test Colaring: Highiignt - ; Plate
|
Show Scaleh
P - - Assay: | P013-CC Cytoskeleton
i Channets Layer. | -Measurement Layout =
Qutput Population: Al Cells
133880709 wnam
T 1 Alexa 433 ¥ = A
Find Cytoplasm =
Output Regions: Cell, Cytoplasm, Membrane: HOEGHST 33342 2
1
Select Cell Region = Re ;
Qutput Region: Cytoplasm Region ([ = 5
Calculate intensity Propertes. = Cell o ;
| Crernet (St o Membran: =
Fopuistion: Al ~
pud Al Cells Cytoplesm -
Regio  Cyloplasm Region - s = | wen
g YoplasmRegion -
omga Mucleus
Cell
= Membrane F Overtays
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Cytoplasm Highlighted Objects W i
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“ n 3 »
Coefficient of Variance:
v ]
Cutput Properfies: | Marker ktensty Properiies All Cells
‘ : e o
Select Population - acreinamc |
Property ‘Mean CV% StdDev Median Max | Min  Sum ﬁ \,m-—.c gg
Output Population: POS cels S
Marker infensty lean | 991207 | 202511 |200.731 |960.28¢ | 2242 42 | 567.587 153637 fHiEY  FIREE &
Define Results -
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x
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W
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1
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Sedect Population . =
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v 0 Cells Valve =
Number of Objects | 156
Qutput Population: | POS cells Property Mesn | CV%  StDev |Median Max | Min | Sum =
Marker intensty Mean | 991207 | 202511 200,731 |960.244 |2242.42 |567.587 | 163637
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